<varml version="1.0" encoding="utf-8" >

<hml omiing sesi="http: S www.wid.org 2001 X MLSchema-instance”
amins="http:/fschemas.nmdp.org/spec/hmif1.0.1" xmins:obs="http://h17.org/fhir"
wsizschemalocation="http.// schemas.nmd p.org/spec/hmif1.0.1 http:/fschemas.nmdp.org/spec/hml 1.0 1 /hml-
1.0.1 xsd http://hi7.org/fhir http/MI7.orgfthir/20165ep/observation. xsd” project-name="REG_RECRUIT_DMR"
version="1,0.1"»

<hmilid root="744" extension="0.449831.2021-10-28" />

<reporting-center reporting-center-id="0001" />

zsample id="sample id 1" center-code="001">

<collection-method=Buccal Swab</collection-method=>

<typing gene-family="CCR" date="2021-10-28">

<property name="5upplierOrderLing D" valug=""***=%3%" 5

zproperty name="locus” value="CCR5">

<obs:Dbservation xmins="http://hl7.org/fhir">

<pbs:status value="final" />

<obs:code>

=obs:coding>

<obs:system value="http:/Moinc.arg” />

<obs:code value="T70247-2" />

<obs:display value="CCRS gene ¢. 794 225del [Presence] in Blood or Tissue by Malecular genetics method” /=
<fobs:coding=

<fobs:codex

<obsvalueCodeableConcept>

zobs:coding=

<obs:system value="http:/loinc.org” />

<gbs:code value="LABE58-1" />

<nbs:display value="Wild typa® />

<fobs:coding>

<fobs:valueCodeableConcept>

<fobs:0Observation=

</property>

<typing-method:

<sht-ngs locus="CCRS" test-id="Mi%eq" test-id-source="Histogenetics” />

<typing-method>

Coonsensus-sequence date="2021-10-28">

<reference-database name="RefSeq: NCBI Reference Sequence Database” version="Release 77"
availability="public" >

<reference-sequence id="refl" name="Homo sapiens C-C motif chemokine receptor 5 (gene/pseudogene) (CCRS),
RefseqgGens on chromosome 3" />

<freference-database>

“consensus-sequence-block reference-sequence-id="refl">
<sequence>TOCCAGGAATCATCTTTACCAGATCTCAAAAAGAAG GTCTTCATTACACCTGCAGCTCTCATTTTCCATACAGTCAGT
ATCAATTCTGGAAGAATTTCCAGACATTAMAGATAGTCATCTTGEGGCTGGTCCTGCLGITGCTTGTCATGGTCATCTGITACTCG
GEAATCCTAARAACTCTGCTTCGGTGTCGAAATCAGAAGAAGAGGCACAGGGLTGTCAGGCTTATCTTCACCATCATGATTGTIT
ATTTTCTCTTCTGGGCTCOCTACAACATTGTCOTTCTCCTGAACACCTTCCAGGAATTCTTITGG CCTGAATAATTGCAGTAGCTCTA
ACAG</sequences

<fconsensus-sequencea-blocks

</ CONSENSUS-SEQUENCes

<ftyping>

< fsample=

=sample id="sample id 2" center-code="002">

=oollection-method>Buccal Swab</oollection-methoad>

<typing gene-family="CCR" date="2021-10-28">

<property name="5SupplierOrderLing D" valug=""""*"*s31 iy

<property name="locus" value="CCR5">

<obs:0bservation xmins="http://hI7.org/fhir">



<gpbs:status value="fimal" />

<obs:code>

<obs-coding=

<obs:system value="http:/Noinc.arg” />

<obs:code value="70247-2" />

<obs:display value="CCR5 gena ¢.794_225del [Presence] in Blood or Tissue by Molecular genetics methad” [>
<fobs:coding>

<fobs:.code=

<pbsvalueCodeableConcept>

zobs:coding>

<abssystem value="http:/loinc.org” />

<gbs:code value="LA9E58-1" />

<abs:display value="Wild type® /=

<fobs:coding>

=fobs:walueCodeableConcept>

<fobs:Observation>

</properiy>

<typing-method=

<sbt-ngs locus="CCR5" test-id="Mi5eq" test-id-source="Histogenetics™ />

= typing-method>

<consensus-sequence date="2021-10-28">

<reference-database name="RefSeq: NCBI Reference Sequence Database”™ version="Release 77"
availability="public” >

<reference-sequence id="ref2" name="Homo sapiens C-C motif chemokine receptor 5 (gene/pseudogene) (CCRS),
RefSeqGene on chromosome 3" />

</reference-database>

woonsensus-sequence-block reference-sequence-id="ref2">
csequencexTOOCAGGAATCATCTTTACCAGATCTCAAAAAGAAGGTCT TCATTACACCTGCAGCTCTCATTTTCCATACAGTCAGT
ATCAATTCTGGAAGAATTTCCAGACATTAAAGATAGTCATCTTGGG GETGGTOCTGLLGETGUTTGTCATGGTCATCTGCTACTCG
GEAATCCTAAAAACTCTGCTTCGGTGTCOAAATGAGAAGAAGAGGCACAGGGCTGTEAGGCTTATCTTCACCATCATGATTGTTT
ATTTTCTCTT T GGG T CTACAACATTGTCCT TCTCC TG AACACCTTCCAGGAATTCTITGGCCTOAATAATTGCAGTAGCTCTA
ACAG=/sequences

<fconsensus-sequence-blocks

<fconsensus-sequences

<ftyping>

<fsample>

</hmil=



